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1 <110> APPLICANT: MEYER, Thomas F. 

2 RUDEL, Thomas 

3 SCHEUERPFLUG, Ina 

4 MAIER, Jurgen 

5 E I CKERN JAGER , Sandra 

6 SCHWAN, Thomas 

7 <120> TITLE OF INVENTION: Nucleic Acid Molecules Encoding Proteins Which Impart 

8 the Adhesion of Neisseria Cells to Human Cells 

9 <130> FILE REFERENCE: 0147-172P 

10 <140> CURRENT APPLICATION NUMBER: US/10/617 , 835 

11 <141> CURRENT FILING DATE: 2003-07-14 

12 <150> PRIOR APPLICATION NUMBER: US/09/043,3 02 

13 <151> PRIOR FILING DATE: 1998-06-08 

14 <150> PRIOR APPLICATION NUMBER: PCT/EP96/04092 

15 <151> PRIOR FILING DATE: 1995-09-18 

16 <160> NUMBER OF SEQ ID NOS : 11 

17 <170> SOFTWARE: Patentln Ver . 2.0 

19 <210> SEQ ID NO: 1 

20 <211> LENGTH: 3287 

21 <212> TYPE: DNA 

22 <213> ORGANISM: Neisseria gonorrhoeae 

23 <220> FEATURE: 

24 <221> NAME/KEY: CDS 

25 <222> LOCATION: (136) . . (447) 

26 <220> FEATURE: 

27 <221> NAME/KEY: CDS 

28 <222> LOCATION: ( 583 )..( 1542 ) 

29 <220> FEATURE: 

30 <221> NAME/KEY 

31 <222> LOCATION 

32 <4 00> SEQUENCE 



CDS 

(1585) . . (3111) 



1 

33 cggcgcaaac ggcggacgct gctgttagcc ccgcttgaaa caaatgccgt ctgaacgcca 60 

34 cttcagacgg catttttata ataaggcgct gtcctagata actagggaaa ttcaaattaa 120 

35 gttagaatta tccct atg aga aaa age cgt eta age egg tat aaa caa aat 171 

36 Met Arg Lys Ser Arg Leu Ser Arg Tyr Lys Gin Asn 

37 1 5 10 

38 aaa etc att gaa ctg ttt gtc gca ggc gta act gca aga aca gca gca 219 
3 9 Lys Leu He Glu Leu Phe Val Ala Gly Val Thr Ala Arg Thr Ala Ala 

40 15 20 25 

41 gag cct gac age att gtt tat acg gat tgt tat cgt cgc tat gat gta 267 

42 Glu Pro Asp Ser He Val Tyr Thr Asp Cys Tyr Arg Arg Tyr Asp Val 

43 30 35 40 

44 ttg gat gcg ggc gaa ttt age cat ttc cgt ate aat cac age aca cat 315 
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atg 


cag 


act 


gta 


gac 


999 


gaa 


atg 


gee 


999 


aaa 


aat 


aag 


cca 


ccg 


2697 


188 


Pro 


Met 


Gin 


Thr 


Val 


Asp 


Gly 


Glu 


Met 


Ala 


Gly 


Lys 


Asn 


Lys 


Pro 


Pro 




189 


780 










785 










790 










795 




190 


aaa 


cca 


agt 


acg 


cag 


caa 


cac 


tct 


aca 


cac 


tct 


gat 


aac 


aat 


ate 


ggc 


2745 


191 


Lys 


Pro 


Ser 


Thr 


Gin 


Gin 


His 


Ser 


Thr 


His 


Ser 


Asp 


Asn 


Asn 


He 


Gly 
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192 800 805 810 

193 tta cct gcc cca tat gtt aaa cct gat aca tct att tct ccg aca gga 2793 

194 Leu Pro Ala Pro Tyr Val Lys Pro Asp Thr Ser lie Ser Pro Thr Gly 

195 815 820 825 

196 aca att caa gac cgc ate aga tgg aca aaa tec aag ttt cct act gag 2841 

197 Thr lie Gin Asp Arg lie Arg Trp Thr Lys Ser Lys Phe Pro Thr Glu 

198 830 835 840 

199 aaa tct tta aat gga cat ttc aaa get cat gga aaa gaa ttt ggc gat 2 889 

200 Lys Ser Leu Asn Gly His Phe Lys Ala His Gly Lys Glu Phe Gly Asp 

201 845 850 855 

202 ata acc att gaa gac tac caa aaa atg gcg tct gat ttg tta tea aaa 2 937 

203 lie Thr He Glu Asp Tyr Gin Lys Met Ala Ser Asp Leu Leu Ser Lys 

204 860 865 870 875 

205 cag aca teg gac aag ata tta ggt tat cag acg gaa cat aga cga gtg 2985 

206 Gin Thr Ser Asp Lys He Leu Gly Tyr Gin Thr Glu His Arg Arg Val 

207 880 885 890 

208 cgc tat gat ate aat aac aat ate tat gtt ttg gcc aat cca aaa aca 3033 

209 Arg Tyr Asp He Asn Asn Asn He Tyr Val Leu Ala Asn Pro Lys Thr 

210 895 900 905 

211 ttc aaa ate aaa aca atg ttt aaa cca aac tta gga aag gag tat tat 3081 

212 Phe Lys He Lys Thr Met Phe Lys Pro Asn Leu Gly Lys Glu Tyr Tyr 

213 910 915 920 

214 gat gga gaa ttc aaa aaa gac atg gga aat tgacggagaa atatggctac 3131 

215 Asp Gly Glu Phe Lys Lys Asp Met Gly Asn 

216 925 930 

217 attgtcctgt ttgeggaact gaagttatgg actatgatat ctgtgacgtt tgtcagtggc 3191 

218 aaaatacagg agaaactaat atagatggtg gtcctaatga aatgacactt geggaggega 3251 

219 aagaagctta egcaaaagge ttaccaatca gataaa 3287 

221 <210> SEQ ID NO: 2 

222 <400> SEQUENCE: 2 
W--> 223 000 

225 <210> SEQ ID NO: 3 

226 <211> LENGTH: 104 

227 <212> TYPE: PRT 

228 <213> ORGANISM: Neisseria gonorrhoeae 
22 9 <400> SEQUENCE: 3 

230 Met Arg Lys Ser Arg Leu Ser Arg Tyr Lys Gin Asn Lys Leu He Glu 

231 15 10 15 

232 Leu Phe Val Ala Gly Val Thr Ala Arg Thr Ala Ala Glu Pro Asp Ser 

233 20 25 30 

234 He Val Tyr Thr Asp Cys Tyr Arg Arg Tyr Asp Val Leu Asp Ala Gly 

235 35 40 45 

236 Glu Phe Ser His Phe Arg He Asn His Ser Thr His Phe Ala Glu Arg 

237 50 55 60 

238 Gin Asn His He Asn Gly He Gly Asn Phe Trp Asn Arg Ala Lys Arg 

239 65 70 75 80 

240 His Leu Arg Lys Phe Asp Gly He Pro Lys Glu His Phe Glu Pro Tyr 

241 85 90 95 

242 Leu Lys Glu Cys Glu Arg Arg Phe 
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E- 



221 <21 
222 
2 

22 

■> 225 <400> SEQUENCE: 2 

22 6 r Thio - O e quence lb 
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inLtmlluiidlly ukipydft 
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